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In a recent PLoS One paper, Groves et al (2016) claim that Soybean vein necrosis-associated virus (SVNaV) was seed transmissible in symptomless seedlings derived from a seed lot of a field-grown soybean variety with symptoms indicative of virus infection. To substantiate their findings, they discuss a paper published in Plant Health Progress (Hajimorad et al. 2015a (Hajimorad et al. 2015b ) Hajimorad et al. also reported the lack of seed transmissibility of SVNaV in seedlings derived from seeds of symptomatic and positively identified field-grown mother plants representing two soybean cultivars. Considering these findings combined with association of thrips with infected symptomatic greenhouse plants, lack of infected alternative hosts in the environment, absence of soybean plants in the field, published evidence for inefficient mechanical transmission of SVNaV, lack of published evidence for SVNaV systemic movement in soybean, and published evidence for restriction in local spread of SVNaV beyond symptomatic areas of infected leaves, Hajimorad et al. 2015a proposed the likelihood that overwintering viruliferous adult thrips served as the potential source of local inoculum. Groves et al. (2016) , however, argued "if viruliferous thrips were the source of SVNV inoculum, it would be presumed that all three varieties would have been infected, as genetic resistance toward SVNV is not known. In addition, distribution of viral symptoms should have been fairly uniform in this environment, if thrips were the source of inoculum," and proposed that "the SVNV-infected greenhouse plants likely could have arisen from seed-borne SVNV transmission." Groves et al. (2016) did not consider findings described in Hajimorad et al. 2015b of lack of seed transmission of SVNaV in 2085 seedlings derived from seeds of 20 individual mother plants infected naturally with diverse virus variants while representing two soybean cultivars. They also failed to notice that the infected greenhouse plants, unlike symptomless seedlings described in PLoS One, were symptomatic (see Fig. 1A -B of Hajimorad et al. 2015a) . It should be noted that interactions of viruses with susceptible hosts, in general, do not result in synchronous symptoms and virus spread in a single infected host or among members of a susceptible population. Even under field conditions, where viruliferous vectors are transmitting viruses, infected plants and symptoms are not uniformly distributed. In numerous published instances, experimental transmission of plant viruses by vectors also has not yielded uniform rates of infection. Importantly, seedtransmission is influenced by many factors and varies highly among different genotypes of hosts and viruses. Collectively, these observations suggest that it is highly unlikely that the alternative hypothesis proposed by Groves et al. (2016) would survive the test.
